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ABSTRACT 

Dandruff is one of the skin diseases that cause problems for patients with complaints of itching. Apart from feeling itchy, it also causes 
discomfort for patients. This study aims to examine Malassezia species in patients with dandruff by PCR-RT. This is a cross-sectional 
observational study with a sample size of 60 dandruff patients. Patients were divided into mild/moderate and severe severity based on 
Severity Dandruff Score. Malassezia species examination was performed by real-time polymerase chain reaction sequencing. Lipid types 
were determined by gas chromatography-mass spectrometry. IL-8 levels were examined using the Elisa method. The results showed 26 
patients with mild-moderate dandruff and 34 with severe dandruff. M.restricta topped the list with 73.3%, followed by M.globosa 
(23.3%). The most common sebaceous lipid type was hexanediol acid (41.6%), followed by octadecanoic acid (31.7%). IL-8 levels were 
associated with the severity of dandruff, where in mild-moderate degree, there was an association of p=0.03, while in severe degree, 
there was a highly relevant association (p=0.00001). This study shows that elevated IL-8 levels are associated with the severity of 
dandruff. M.restricta is the most common cause of dandruff, while hexanediolic acid is the most common fatty acid that causes dandruff. 
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Introduction   

Dandruff (Pityriasis capitis) is a problem in dermatology and 

venereology. It causes itching, the most common complaint felt 

by dandruff patients. Apart from causing itching, dandruff also 

causes psychological and aesthetic disorders and affects the 

patient's social quality of life. It is part of seborrheic dermatitis, 

but the two diseases differ in location and severity [1]. More than 

50% of adults worldwide have suffered from dandruff in their 

lifetime [2]. The severity and clinical degree of dandruff sustained 

by a person varies. Men suffer from dandruff more than women, 

with a ratio of 3:2 [3]. Malassezia fungus is one of the 

microorganisms that cause dandruff, but the virulence factor of 

Malassezia is not known with certainty [4, 5]. Malassezia is a 

normal fungus on healthy human skin spread over several body 

parts [3]. From several studies conducted on cases of seborrheic 

dermatitis, Malassezia restricta, and Malassezia globosa are the two 

most common fungal species found and play the most role in the 

occurrence of the disease [6, 7]. Using the Polymerase Chain 

Reaction identification technique, Malassezia sympodialis and 

Malassezia sloffiae were most commonly found in these cases [8]. 

Apart from causing dandruff and seborrheic dermatitis, 

Malassezia species also cause skin diseases such as Malassezia 

folliculitis and Pityriasis Versicolor. 

Differences in lipid levels on the body's surface also affect the 

type of Malassezia species. Most Malassezia have a dominant 

preference for depending on exogenous sources of fatty acids for 

nutritional needs. This occurs due to a lack of encoding genes for 

synthesizing fatty acids and metabolizing carbohydrates [9]. 

Malassezia restricta is more commonly found on the forehead and 

scalp, so this fungus is most often found in cases of dandruff and 

seborrheic dermatitis [6], while Malassezia globosa is more 
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dominant on the chest and back, so it is often found in cases of 

Pityriasis versicolor [10]. IgG and IgM antibodies against Malassezia 

are detectable in most individuals, but healthy individuals are 

usually not as sensitive as atopic dermatitis patients [8]. Dandruff 

is often associated with the onset of puberty and concurrent with 

increased activity of the sebaceous glands of the scalp because all 

Malassezia species except M. pachydermatis require exogenous 

lipids as nutrition; they are often associated with sebum-rich 

areas of the skin, such as the scalp [11]. The interaction between 

Malassezia fungi, sebaceous gland lipids, and a person's immune 

mechanism will determine the change in the form of Malassezia, 

which was initially commensal to becoming a pathogen. 

Malassezia can induce the production of proinflammatory 

cytokines released by keratinocyte cells1. If sebum production 

decreases, the lipid layer in the stratum corneum is affected, and 

the protective function of the lipid barrier may be disrupted [12]. 

Sebum nourishes Malassezia fungi, generally found in human 

sebum-rich areas, whose multiplication produces more fatty 

acids that disrupt the scalp's integrity and reduce the skin barrier 

[13]. Lipid metabolites (linoleic acid), lipase enzymes, and 

phospholipase enzymes induce skin inflammation and irritation. 

Lipase and phospholipase enzymes are considered the central 

virulence of Malassezia fungi [14]. The lipase enzymes produced 

by Malassezia globosa have significantly increased activity in the 

skin. The patient's head has been proven in patients suffering 

from seborrheic dermatitis [15]. Previous studies reported the 

expression of the lipase gene Malassezia restricta (MRE-0242). 

The gene is like LIP-1 in Malassezia globose [16]. Increased lipase 

and phospholipase secretion of Malassezia species in the skin can 

produce lipid metabolites in the form of indole compounds, 

which can damage the epidermis and activate local immune 

responses in seborrheic dermatitis and pityriasis versicolor [17]. 

Still, there is no data on these lipids' effect on dandruff. 

The sensitization of Malassezia to human skin in activating the 

immune response can occur directly and indirectly. Malassezia 

stimulates an immunological response in the skin by activating 

dendritic cells and macrophages. Keratinocyte cells exposed to 

Malassezia produce cytokines and chemokines that play a role in 

inflammation and the severity of dandruff. Interleukin 8 (IL-8) 

produced by human keratinocyte cells in cases of seborrheic 

dermatitis exposed to Malassezia increased significantly 

compared to healthy people. In addition, keratinocytes also 

produce several other proinflammatory cytokines, such as IL-1, 

IL-6, IL-12, and TNFα [18, 19].  

Intracellular signal recognition of human keratinocyte cells in 

response to exposure to Malassezia can be through signaling Toll-

like receptor 2 (TLR2), C sky Lectin receptor (CLR), dectin and 

mingle, which belong to the glycoprotein group, which functions 

as a transmembrane surface receptor/Pattern Recognise 

Receptor (PRR) [20]. Toll-like receptors and CLRs are involved 

in the natural immune response against microorganisms. Toll-

like receptors and C receptor lectins initiate signaling pathways 

that activate cytokines, chemokines, and antimicrobial peptides. 

Keratinocytes can express TLR1, TLR2, TLR3 and TLR5. Toll-

like receptor two can recognize simple molecules (ligands) in 

fungi, namely zymosan [21, 22]. 

At this time, the species of Malassezia fungus, the levels of 

Interleukin-8, and the type of lipid that causes the severity of 

dandruff have not been identified. Therefore, this study was 

conducted to analyze the relationship between knowing levels of 

interleukin-8 and the severity of dandruff. This research is vital 

because dandruff treatment can be carried out properly by 

obtaining a relationship between these variables. 

Materials and Methods  

Samples collection 
Samples were taken from dandruff patients who went to the 

Dermatology and Venereology Polyclinic at the Ahmad Muchtar 

Hospital, Bukittinggi, by scraping scales from the patient's scalp 

using a scalpel and a spirit comb. The samples were then inserted 

and stored in a 1.5 ml microtube until they were used.   

Sampling 

Samples were collected by scraping scales or scales from the 

patient's scalp using a scalpel and a spirit comb, then inserted and 

stored in a 1.5 ml microtube until use. Each sample will be 

separated into three microtubes, which will be used to identify 

Malassezia species, measure Interleukin-8 levels, and determine 

sebaceous lipid types. 

Identification spesies malassezia 
Dandruff samples were tested using the Alkaline Lysis method. 

The dandruff samples were centrifuged in PBS for 2 minutes. 

After removing the supernatant, 50 mM NaOH 180 µl was added 

to the dandruff pellets and vortexed. They were incubated at 

95°C for 10 minutes. Add 20 µl Tris-HCl Ph 8.0, then vortex, 

centrifuge at 12,000 rpm for 5 minutes. Next, take the 0.5-2 µl 

supernatant for PCR and 100 µl transfer it to a new microtube. 

DNA isolation was carried out according to the kit procedure, 

which generally consisted of sample preparation, cell lysis, DNA 

binding, washing, and DNA elution. DNA extraction with 

enzyme polymerase using KOD Toyobo Fx Neo Japan Bio-

Technology reagent. 

The amplification steps were carried out as follows: 950C for 14 

minutes (predenaturation) followed by 40 cycles at 94 oC for 45 

seconds (denaturation), 55 oC for 45 seconds (annealing), 72 oC 

for 1-minute extension and 72 oC for 7 minutes final extension. 

The 580-bp chain associated with the 26S rDNA was 

electrophoresed with agarose gel, then restriction was carried 

out for 5 hours, and finally, the DNA fragments were visualized 

by electrophoresis in 1.5% agarose gel. 

Measurement of interleukin-8 levels 
The levels of interleukin-8 samples were tested using the Human 

IL-8 ELISA kit. Each sample was tested by calculating its 

absorption capacity at a wavelength of 450 nm using a multi-

mode Microplate reader (Biorad). The results obtained are 

expressed in units of ng/l. 
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Lipid type testing 
The type of sebaceous lipid was tested using the GCMS analysis. 

At the preparation stage, the sample was mixed with 2 ml of aqua 

and then bound using chloroform and methanol with a ratio of 1 

2. Vortex for 2 minutes, add 2 ml of chloroform and 2.5 ml of 

aqua, vortex for 30 seconds, and centrifuge for 6 minutes. After 

that, the precise phase was discarded. It was put into the GCMS 

tool. The remaining extract was added to 2.5 ml of chloroform 

and incubated in the oven at 90 oC for 120 minutes. Added 1 ml 

of distilled water and 2 ml of extraction solution, then extracted 

with 2 ml of a mixture of hexa and chloroform with a ratio of 

4:1. The top layer of this solution was taken with repetition up 

to 3 times. The results are read as a peaks diagram chromatogram 

GCMS solution [23-29]. 

Statistical analysis 
Before carrying out the bivariate test, a normality test is carried 

out for numerical data. If the data is normally distributed, a 

parametric test can be carried out; if it is not normally 

distributed, then a transformation is carried out. After being 

transformed, the normality test was carried out again. A 

parametric test is carried out if it is usually distributed, but if it is 

still not normal, a non-parametric test is carried out. The 

Kruskal-Wallis and Mann-Whitney tests were carried out to see 

the relationship between variables.  

Ethical clearance  
This research has received ethical consideration and approval 

from the Research Ethics Committee Team of the Faculty of 

Medicine, Universitas Andalas, with registration number 

109/KEP/FK/2020. 

Results and Discussion  

Identification of Malassezia species in 

dandruff patients 
The type of Malassezia found in the examination above can be 

seen in Table 1. 

 

Table 1. Results of the identification of Malassezia as a 

cause of dandruff in research subjects 

No Type f % 

1 

2 

3 

4 

Malassezia globosa 

Malassezia restricta 

Malassezia furfur 

Malassezia verfertilionis 

14 

44 

1 

1 

23.3 

73.3 

1.67 

1.67 

Total 60 100 

 

Table 1 identified Malassezia restricta as the most common cause 

of dandruff in research subjects (73.3%). 

In this study, it was found that the most common fungus, 

Malassezia restricta, was found, namely 44 (73.33%), followed by 

Malassezia globosa 14 (23.33%). Malassezia vespertilionis was also 

found, which is unusual on the scalp and has never been reported 

as a cause of dandruff. Malassezia vespertilionis is a species of yeast-

like fungus that lives on the skin of bats. It was described as a new 

species in 2018. The holotype was obtained from skin swabs of 

the long-eared bat (Myotis septentrionalis) hibernating in 

Wisconsin, USA. The name vespertilionis uses the Latin 

vespertilio (bat) to refer to its host [30]. 

The results of this study are research conducted, who conducted 

a survey to identify Malassezia species in 21 dandruff patients 

using the PCR method. The results showed that there were ten 

species of Malassezia, with the most species being M. sympodialis 

(23.8%), M. slooffiae (9.5%), M. furfur (4.8%), M. globosa (4.8%), 

M. restricta and M. sympodialis (4.8%) [31]. In this research, no 

Malassezia vespertilionis species were found in all patients. 

Sebaceous lipid types in dandruff patients 
The results of research on sebaceous lipid types in research 

subjects can be seen in Table 2. 

 

Table 2. Results of research on sebaceous lipid types in 

research subjects 

No Lipid Type f % 

1 Octa decenoic acid 

Benzenedicarboxylic acid 

Hexa dioic acid 

Hexa decanoic acid 

Penta decanoid acid 

Hepta decanoid acid 

Tri decanoid acid 

19 

3 

25 

7 

1 

4 

1 

31.7 

5 

41.6 

11.7 

1.7 

6.6 

1.7 

2 

3 

4 

5 

6 

7 

Total 60 100 

Table 2 shows that Hexa nediolic acid is the most common type 

of lipid (41.6%), followed by octadecenoic acid (31.7%) in 

dandruff patient study subjects. 

The results of this study are also from a survey conducted by 

Honnavar et al. [32] in India on 200 patients with seborrheic 

dermatitis on the head. The results showed that M. globosa was 

found to be dominant at 36.2%, followed by M. restricta at 

31.3%, M. furfur at 15.7%, and a mixture of M. globosa and M. 

restricta at 12% or M. arunalokei at 4.8%. Researchers [33] also 

conducted a study to identify Malassezia species in 57 dandruff 

patients, and the results showed that M. sympodialis (62.96%) was 

the most common Malassezia species, followed by M.furfur 

(25.93%) and M.globosa (11.11%). 

Study to identify Malassezia species that can cause dandruff. This 

research was conducted on 145 patients with dandruff; then, 

samples were taken by scraping the scalp and cultured. Of the 

145 patients, 90.3% showed positive results for Malassezia 

species, including M. furfur (70.2%) and M. globosa (51.9%) [34]. 

Revealed that M. restricta was the most common dandruff-causing 

species in North India at 37.8% and M. furfur at 46.4% in South 

India [35]. Using the PCR technique, Zaree et al. conducted a 

study to identify Malassezia species in 65 dandruff patients. The 
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results showed that 58.4% of M. restricta was predominantly on 

the scalp and 41.6% on M. globose [36]. 

Dandruff severity degree 
According to Rogers et al., 2003, the severity of dandruff is based 

on clinical symptoms. Based on this, the severity is divided into 

mild-moderate and severe. 

1. Mild-moderate with a value of 0 to small with 4 

2. Severe with a value of 4-5 

The study results of dandruff's severity can be seen in Table 3. 

Table 3. Results of research on the severity of dandruff 

No Degree of Severity f % 

1 Mild-moderate 26 43 

2 Severe 34 57 

Total 60 100 

 

Table 3 shows the severity of dandruff, mild-moderate (43%) 

and severe (57%). 

Distribution of lipid type examination  
In this study, the most common type of lipid, hexanedioic acid 

(adipic acid), was found in 25 samples (41.6%). Hexanedioic acid 

is a dicarboxylic acid, one of the components that forms dandruff. 

Until now, there has been no relationship between the type of 

lipid and the degree of severity of dandruff a person suffers. 

Analyze the fat on the scalp of patients with dandruff (10 people) 

and patients without dandruff (10 people) or controls. This study 

used gas chromatography coupled with mass spectrometry. The 

results showed that Squalene, the main sebum component, was 

significantly more oxidized in dandruff-affected scalps and 

resulted in a much higher ratio of squalene monohydroperoxide 

(SQOOH). This was observed when comparing the dandruff-

affected areas of dandruff patients with unaffected areas and 

control patients [11]. 

Previous research to detect lipid production by Malassezia using 

Nile red stain. The results showed that the average lipase 

synthesis rate increased by 30.7% and 29.8% in cells that were 

given M. globosa and M. restricta protein extracts, and M. 

sympodialis could increase lipase synthesis by 13.6% [7]. The 

results of another study by Lee et al. also showed that M. restricta 

could increase lipase synthesis. This study was conducted by 

taking swabs from the scalp and cheeks of 18 patients with 

seborrheic dermatitis and then analyzing them using the RT-PCR 

technique; the results showed that M. restricta increased lipase and 

phospholipase levels [14]. 

Correlation between IL-8 levels and the 

severity of dandruff in research subjects 
The relationship between IL-8 levels and the severity of dandruff 

in research subjects can be seen in Table 4. 

Table 4. The relationship between IL-8 levels and the 

severity of dandruff in the subjects study 

No Degree of Severity F IL-8 Levels p 

1 Mild-moderate 26 249.53±123.34 0.36 

2 Severe 34 482.80±71.16 0.0001 

 

Table 4 shows that in patients with mild-moderate degrees, 

there is no significant relationship with IL-8 levels (p=0.36); in 

patients with severe dandruff, there is a significant relationship 

with IL-8 levels (p=0.0001). 

The relationship between interleukin 8 levels 

and the severity of dandruff 
From the results of the ELISA examination, it was found that 26 

samples had IL-8 levels below 400 ng/l, and 34 samples had IL-

8 levels above 400 ng/l. IL-8 levels above 400 ng/l are 

categorized as high and vice versa. The average IL-8 level in 

severe dandruff was 484.27 ng/l, with a standard deviation of 

70.64, while the IL-8 level in mild dandruff was 249.88, with a 

standard deviation of 123.76. The statistical test results obtained 

p = 0.05, meaning there was a significant difference in the 

average IL-8 level between mild and severe degrees of dandruff. 

The results of this study are also from a survey conducted by 

Honnavar et al. in India on 200 patients with seborrheic 

dermatitis on the head. The results showed that M. globosa was 

found to be dominant at 36.2%, followed by M. restricta at 

31.3%, M. furfur at 15.7%, and mixed M. globosa dan M. restricta 

12% or M. arunalokei at 4.8% [31]. Researchers [32] also 

conducted a study to identify Malassezia species in 57 dandruff 

patients, and the results showed that M. sympodialis (62.96%) was 

the most common Malassezia species, followed by M.furfur 

(25.93%) and M.globosa (11.11%). 

The results of this study are based on research conducted, which 

showed that the concentration of IL-8 increased in all cultures 

treated with Malassezia species extracts. Cells treated with M. 

globosa extract showed the most significant increase, followed by 

M. restricta. In M. globosa, the concentration of IL-8 increased 

almost threefold, whereas in M. restricta, it caused a 2.77-fold 

increase. IL-8 production rate induced by M. sympodialis, M. 

dermatis, and M. slooffiae also increased significantly, respectively 

2.58 times, 2.31 times, and 2.38 times compared to control [7]. 

This research is also supported by the results of previous 

research, which conducted a study to identify cytokine 

production by keratinocytes that Malassezia modulates. This 

study was undertaken to assess pro-inflammatory (IL-6, IL-8, IL-

1a, and Tumor Necrosis Factor-α/TNF-α) and anti-

inflammatory (IL-10) cytokines using enzyme-linked 

immunosorbent assays (ELISA) techniques [21]. The results 

showed that M. globosa acapsular caused a 66-fold increase in IL-

8 production (P < 0.001), and M. furfura capsular caused a 38-

fold increase in IL-6 production (P < 0.001), as well as an 

increase in IL-10 production. as much as 12 times. 
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Conclusion 

From the study results, it can be concluded that Malassezia 

restricta is the most common species that causes dandruff, 

followed by Malassezia globosa. Hexa deconoid acid is the most 

common type of fat that causes dandruff, followed by Okta 

decenoid acid. There is a relationship between Interleukin-8 

levels of dandruff severity, where in mild-moderate degrees, this 

relationship is not significant, but in severe degrees, this 

relationship is substantial. From this research, it is necessary to 

provide anti-inflammatory and anti-fungal drugs.  

Acknowledgments: None 

Conflict of interest: None 

Financial support: None 

Ethics statement: This research has received ethical consideration and 

approval from the Research Ethics Committee Team of the Faculty of 

Medicine, Universitas Andalas, with registration number 

109/KEP/FK/2020. 

References 

1. Schwartz JR, Messenger AG, Tosti A, Todd G, Hordinsky 

M, Hay RJ, et al. A comprehensive pathophysiology of 

dandruff and seborrheic dermatitis - towards a more 

precise definition of scalp health. Acta Derm Venereol. 

2013;93(2):131-7. doi:10.2340/00015555-1382 

2. Grimshaw SG, Smith AM, Arnold DS, Xu E, Hoptroff M, 

Murphy B. The diversity and abundance of fungi and 

bacteria on the healthy and dandruff-affected the human 

scalp. PLoS One. 2019;14(12):e0225796. 

doi:10.1371/journal.pone.0225796 

3. Manuel F, Ranganathan S. A new postulate on two stages 

of dandruff: a clinical perspective. Int J Trichology. 

2011;3(1):3-6. doi:10.4103/0974-7753.82117 

4. Turner GA, Hoptroff M, Harding CR. Stratum corneum 

dysfunction in dandruff. Int J Cosmet Sci. 2012;34(4):298-

306. doi:10.1111/j.1468-2494.2012.00723.x 

5. Zhang H, Ran Y, Xie Z, Zhang R. Identification of 

Malassezia species in patients with seborrheic dermatitis in 

China. Mycopathologia. 2013;175(1-2):83-9. 

doi:10.1007/s11046-012-9606-z 

6. Hiruma M, Cho O, Hiruma M, Kurakado S, Sugita T, 

Ikeda S. Genotype analyses of human commensal scalp 

fungi, Malassezia globosa, and Malassezia restricta on the 

scalps of patients with dandruff and healthy subjects. 

Mycopathologia. 2014;177(5-6):263-9. 

doi:10.1007/s11046-014-9748-2 

7. Kim SY, Kim SH, Kim SN, Kim AR, Kim YR, Kim MJ, et 

al. Isolation and identification of Malassezia species from 

Chinese and Korean patients with seborrheic dermatitis 

and in vitro studies on their bioactivity on sebaceous lipids 

and IL-8 production. Mycoses. 2016;59(5):274-80. 

doi:10.1111/myc.12456 

8. Saunte DML, Gaitanis G, Hay RJ. Malassezia-associated 

skin diseases, the use of diagnostics and treatment. Front 

Cell Infect Microbiol. 2020;10:112. 

doi:10.3389/fcimb.2020.00112 

9. Park M, Cho YJ, Lee YW, Jung WH. Whole genome 

sequencing analysis of the cutaneous pathogenic yeast 

Malassezia restricta and identification of the major lipase 

expressed on the scalp of patients with dandruff. Mycoses. 

2017;60(3):188-97. doi:10.1111/myc.12586 

10. Zhang E, Tanaka T, Tajima M, Tsuboi R, Nishikawa A, 

Sugita T. Characterization of the skin fungal microbiota in 

patients with atopic dermatitis and in healthy subjects. 

Microbiol Immunol. 2011;55(9):625-32. 

doi:10.1111/j.1348-0421.2011.00364.x 

11. Jourdain R, Moga A, Vingler P, El Rawadi C, Pouradier F, 

Souverain L, et al. Exploration of scalp surface lipids 

reveals squalene peroxide as a potential actor in dandruff 

condition. Arch Dermatol Res. 2016;308(3):153-63. 

doi:10.1007/s00403-016-1623-1 

12. Yoon JS, Shim J, Lim JM, Park SG. Biophysical 

characteristics of dandruff-affected scalp categorized on the 

basis of sebum levels. J Cosmet Dermatol. 

2021;20(3):1002-8. doi:10.1111/jocd.13626 

13. Mondon P, Ringenbach C, Doridot E, Genet V. 

Reinforcement of barrier function and scalp homeostasis by 

Senkyunolide A to fight against dandruff. Int J Cosmet Sci. 

2017;39(6):617-21. doi:10.1111/ics.12417 

14. Lee YW, Lee SY, Lee Y, Jung WH. Evaluation of 

expression of lipases and phospholipases of malassezia 

restricta in patients with seborrheic dermatitis. Ann 

Dermatol. 2013;25(3):310-4. 

doi:10.5021/ad.2013.25.3.310 

15. Dawson TL Jr. Malassezia globosa and restricta: 

breakthrough understanding of the etiology and treatment 

of dandruff and seborrheic dermatitis through whole-

genome analysis. J Investig Dermatol Symp Proc. 

2007;12(2):15-9. doi:10.1038/sj.jidsymp.5650049 

16. Fuchsberger C, Flannick J, Teslovich TM, Mahajan A, 

Agarwala V, Gaulton KJ, et al. The genetic architecture of 

type 2 diabetes. Nature. 2016;536(7614):41-7. 

doi:10.1038/nature18642 

17. Gaitanis G, Magiatis P, Hantschke M, Bassukas ID, 

Velegraki A. The Malassezia genus in skin and systemic 

diseases. Clin Microbiol Rev. 2012;25(1):106-41. 

doi:10.1128/CMR.00021-11 

18. Watanabe S, Kano R, Sato H, Nakamura Y, Hasegawa A. 

The effects of Malassezia yeasts on cytokine production by 

human keratinocytes. J Invest Dermatol. 

2001;116(5):769-73. doi:10.1046/j.1523-

1747.2001.01321.x 

19. Kerr K, Darcy T, Henry J, Mizoguchi H, Schwartz JR, 

Morrall S, et al. Epidermal changes associated with 

symptomatic resolution of dandruff: biomarkers of scalp 



Rizal et al.: Relationship Interleukin-8 levels, Malassezia, and sebum fatty acids in dandruff severity 
 

Journal of Advanced Pharmacy Education & Research | Jan – Mar 2025 | Vol 15 | Issue 1                                                                     59 

health. Int J Dermatol. 2011;50(1):102-13. 

doi:10.1111/j.1365-4632.2010.04629.x 

20. Baroni A, Orlando M, Donnarumma G, Farro P, Iovene 

MR, Tufano MA, et al. Toll-like receptor 2 (TLR2) 

mediates intracellular signaling in human keratinocytes in 

response to Malassezia furfur. Arch Dermatol Res. 

2006;297(7):280-8. doi:10.1007/s00403-005-0594-4 

21. Thomas DS, Ingham E, Bojar RA, Holland KT. In vitro 

modulation of human keratinocyte pro- and anti-

inflammatory cytokine production by the capsule of 

Malassezia species. FEMS Immunol Med Microbiol. 

2008;54(2):203-14. doi:10.1111/j.1574-

695X.2008.00468.x 

22. Ermertcan AT, Öztürk F, Gündüz K. Toll-like receptors 

and skin. J Eur Acad Dermatol Venereol. 2011;25(9):997-

1006. doi:10.1111/j.1468-3083.2011.04049.x 

23. Noor H, Coțe A, Micu A, Pirvut V. Cognitive disorders 

around surgery and its prevention strategies. Arch Pharm 

Pract. 2024;15(1-2024):33-9. 

24. Akbari M, Moghadam RS, Mohamadpour A, Leili EK, 

Azaripour E. A randomized clinical trial on topical 

ketorolac administration following phaco-surgery for 

pseudoexfoliation syndrome. Arch Pharm Pract. 

2024;15(1-2024):40-6. 

25. El Hadad S, Alzahrani S, Alhebshi A, Alrahimi J. Impact of 

carrageenan-soy protein combination on CXCR-4 

expression, cell viability, and apoptosis in HCT-116 cells. 

Arch Pharm Pract. 2024;15(1-2024):53-62. 

26. Zeb-un-Nisa Z, Ali SI, Shahnaz S, Mumtaz T, Swaleh MM. 

Estimation of quality characteristics for sustained releasing 

and acting formulation of domperidone. Pharmacophore. 

2021;12(1-2021):57-64. 

27. Yousaf M, Khan MM, Paracha AT. Leading professionally 

diverse workgroups of healthcare professionals for 

improving quality of care. J Organ Behav Res. 2021;6(1-

2021):106-19. 

28. Kianimoghadam AS, Arani AM, Mohraz M, Bakhtiari M, 

Manshadi SA, Alinaghi SA. Psychometric properties of 

persian version of patient health questionnaire (PHQ-9) in 

Iranian HIV-infected patients. J Organ Behav Res. 

2021;6(2):46-57. 

29. Adjdir S, Benariba N, Adida H, Kamila G, El Haci IA, Terki 

M, et al. Phenolic compounds and antimicrobial activity of 

Ziziphus jujuba Mill. fruit from Tlemcen. J Biochem 

Technol. 2021;12(1-2021):40-4. 

30. Lorch JM, Palmer JM, Vanderwolf KJ, Schmidt KZ, 

Verant ML, Weller TJ, et al. Malassezia vespertilionis sp. 

nov.: a new cold-tolerant species of yeast isolated from 

bats. Persoonia. 2018;41:56-70. 

doi:10.3767/persoonia.2018.41.04 

31. Jusuf NK, Nasution TA, Ullyana S. Diagnostic value of 

nested-PCR for identification of Malassezia species in 

dandruff. IOP Conf Ser Earth Environ Sci. 

2018;125:012050. 

32. Honnavar P, Chakrabarti A, Dhaliwal M, Dogra S, Handa 

S, Lakshmi PV, et al. Sociodemographic characteristics and 

spectrum of Malassezia species in individuals with and 

without seborrhoeic dermatitis/dandruff: a comparison of 

residents of the urban and rural populations. Med Mycol. 

2021;59(3):259-65. doi:10.1093/mmy/myaa050 

33. Archana BR, Beena PM, Kumar S. Study of the 

Distribution of Malassezia species in patients with pityriasis 

versicolor in Kolar Region, Karnataka. Indian J Dermatol. 

2015;60(3):321. doi:10.4103/0019-5154.156436 

34. Biobelemonye N, Ogba MO, Bassey NL. Dandruff 

aetiology and the effects of edible lipids on the growth of 

Isolates. Eur J Pharma Med Res. 2016;3(9):71-6. 

35. Rudramurthy SM, Honnavar P, Dogra S, Yegneswaran PP, 

Handa S, Chakrabarti A. Association of Malassezia species 

with dandruff. Indian J Med Res. 2014;139(3):431-7. 

36. Zareei M, Mohammadi SR, Shahbazi S. Molecular 

identification of malassezia species with direct DNA 

extraction from scalp of patients with dandruff and 

seborrheic dermatitis. J Pure Appl Microbiol. 

2015;9(4):2781. 

 

 


